Family

Relative Abundance(%) Log2(sham-vs-clp) P-value/FDR

Pasteurellaceae
Moraxellaceae

~ Mitochondria
Christensenellaceae
Bacteroidaceae
Puniceicoccaceae
Elusimicrobiaceae
Anaerovoracaceae
Clostridia_vadinBB60
Enterobacteriaceae
Acidaminococcaceae
Butyricicoccaceae
Peptostreptococcaceae
Streptococcaceae
Staphylococcaceae
Sutterellaceae
Ruminococcaceae
Lactobacillaceae

Relative Abundance(%)

. sham
. clp

Log2(sham-vs-clp)

M w
.dw

P-value/FDR

Enterococcaceae B P_value
erococcaceae
Aeromonadaceae . FDR

Spirochaetaceae

_ Marinifilaceae
Eubacter|um_coBrostano_Ilgenes
scillospiraceae
Prevotellaceae
MEcof?Ias,_mataceae
efluviitaleaceae
Corynebacteriaceae
Akkermansiaceae
Lachnospiraceae
Peptococcaceae
Acholeglasm_at_aceae
lostridiaceae
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